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Additions and Corrections

2000, Volume 43

B. Chris Oostenbrink, Jed W. Pitera, Marola M. H.
van Lipzig, John H. N. Meerman, and Wilfred F.
van Gunsteren*: Simulations of the Estrogen Receptor
Ligand-Binding Domain: Affinity of Natural Ligands

and Xenoestrogens.

Page 4599. Figure 7 was incorrectly published again
as Figure 8. The original, correct Figure 8 and its legend

are as follows.
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Figure 8. Backbone (CA, N, C, O) atom root-mean-square positional deviations from the initial crystal structure for all helices
(solid line) and helix 12 (dashed line) of the ER LBD in the DES/ER LBD simulation.
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